
<120> Nucleotide Sequences Coding for the sigM Gene 



<130> 000449 BT 

<160> 4 

<170> Patentln version 3.1 

<210> 1 

<211> 1211 

<212> DNA 

<213> Corynebacterium glutamicum 
<220> 

<221> CDS 

<222> (236) . . (907) 

<223> 



<400> 1 

gacaccaatc cacagatgca gatcgctgaa gtacaacttg ttggttggta aattacgcgt 
60 

ttgtgattga cccccattaa ggtgcgcccg ccctcagttt cactaactga aggcgggcgt 
120 

ttttaattta tatatagctt cagctcacag gtattttcca gaaagaagag ccctcaaagt 
180 

atgtagcacc tcagcgacac ctcccacttg agtgggcgcc gagaagtatc tctca atg 

Met 
1 

ctg ccc ata eta age cgc ata agg gat acg ggg tgt gtc cct 

Leu Pro He Leu Ser Arg He Arg Asp Thr Gly Cys Val Pro 
5 10 15 

gcg ggg gat ctt atg aca gta ctg cct aaa aac cat gac eta 

Ala Gly Asp Leu Met Thr Val Leu Pro Lys Asn His Asp Leu 
20 25 30 

acc caa etc gtc aaa cag ttt ata tct ggc gac tec agg gca 

Thr Gin Leu Val Lys Gin Phe He Ser Gly Asp Ser Arg Ala 
40 45 

acc ate att cac cgc cac gaa cga cat atg atg cag gca gee 

Thr He He His Arg His Glu Arg His Met Met Gin Ala Ala 
55 60 65 

tac ggg egg aaa cca gaa gac gec caa gac att etc caa gaa 
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238 



gaa aat 
286 

Glu Asn 



caa cct 
334 

Gin Pro 



age gat 
382 

Ser Asp 
35 

ttt tec 
430 

Phe Ser 
50 



aga aaa 
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478 

Arg Lys Tyr Gly Arg Lys Pro Glu Asp Ala Gin Asp lie Leu Gin Glu 
70 75 80 

get etc ttt cgc gec age cga aac atg cac ctt tat aga gca gaa gca 
526 

Ala Leu Phe Arg Ala Ser Arg Asn Met His Leu Tyr Arg Ala Glu Ala 
85 90 95 

get etc ggc acg tgg etc cac aaa ctt gtc ctg aat age ggc ttc gat 
574 

Ala Leu Gly Thr Trp Leu His Lys Leu Val Leu Asn Ser Gly Phe Asp 

100 105 110 

tgg get acc cac cgc tec caa gta gaa ttc ccc ate ctt aac gaa cca 
622 

Trp Ala Thr His Arg Ser Gin Val Glu Phe Pro lie Leu Asn Glu Pro 

115 120 125 



135 140 145 



aca 


ate 


670 




Thr 


He 


130 




tac 


etc 


718 




Tyr 


Leu 


ccc 


gat 


766 




Pro 


Asp 


gta 


gaa 


814 




Val 


Glu 


tea 


cgc 


862 




Ser 


Arg 




195 


gat 


ttc 


907 




Asp 


Phe 


210 





150 155 160 



165 170 175 



180 185 190 



200 205 



215 220 

tgatggaagt ttttcaaagt gtctgacgtt gaaaacggtg agttcacaac tagggtgaat 
967 

ggtgcacgtg atgetgeact tttacgttta ctactttgag ggaaacaatg tctgaagaac 
1027 

aatctgccgt agcaccaaag attcatgatg tcgccatcat cggctccggt ccagctggct 
1087 

ataccgcagc agtatatgea gcccgcgctg acctcaaccc catcatgttc gagggctatg 
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1147 

aatacggtgg atctttgatg accactactg acgtggaaaa cttcccaggc tttgaaaagg 
1207 

gaat 
1211 



<210> 2 
<211> 224 
<212> PRT 

<213> Corynebacterium glutamicum 
<400> 2 

Met Glu Asn Leu Pro lie Leu Ser Arg lie Arg Asp Thr Gly Cys Val 
15 10 15 



Pro Gin Pro Ala Gly Asp Leu Met Thr Val Leu Pro Lys Asn His Asp 
20 25 30 



Leu Ser Asp Thr Gin Leu Val Lys Gin Phe lie Ser Gly Asp Ser Arg 
35 40 45 



Ala Phe Ser Thr lie lie His Arg His Glu Arg His Met Met Gin Ala 
50 55 60 



Ala Arg Lys Tyr Gly Arg Lys Pro Glu Asp Ala Gin Asp lie Leu Gin 
65 70 75 80 



Glu Ala Leu Phe Arg Ala Ser Arg Asn Met His Leu Tyr Arg Ala Glu 
85 90 95 



Ala Ala Leu Gly Thr Trp Leu His Lys Leu Val Leu Asn Ser Gly Phe 
100 105 110 



Asp Trp Ala Thr His Arg Ser Gin Val Glu Phe Pro lie Leu Asn Glu 
115 120 125 



Pro Thr lie Asp Leu Glu Lys Asp Pro Arg Leu Ala Thr Asp Pro Leu 
130 135 140 



Gly Tyr Leu Asp Val Ala Met Thr lie Arg Ser Ala lie Asp Gin Leu 
145 150 155 160 



His Pro Asp Gin Arg lie Ala Leu He Leu Val Asp Leu Gly Gly Tyr 
165 170 175 
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Thr Val Glu Asp Val Ala Glu He Glu Gly He Lys Val Gly Thr Val 
180 185 190 

Lys Ser Arg Arg Gly Arg Ala Arg Lys Ala Leu Arg Ala Leu Leu His 
195 200 205 

Ala Asp Phe Phe Gly Pro Glu Asp Gly Ser He Gin Cys Glu Ser Asn 
210 215 220 

<210> 3 

<211> 28 

<212> DNA 

<213> Corynebacterium glutamicum 

<400> 3 

caggtacctg gctacgagga cgattaag 
28 



<210> 4 
<211> 28 
<212> DNA 

<213> Corynebacterium glutamicum 
<400> 4 

tgtctagaaa gcatgcggag gaatcaac 



28 
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